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II. Augmented exome and transcriptome capture with 
ImmunoID NeXT 

yield novel insights into the role of B cells in tumor biology. To address this, we have 
TM V2) and immune receptor 

repertoire profiling (RepertoireIDTM) methods as part of the ImmunoID NeXT 

Paraffin-Embedded (FFPE) and Peripheral Blood Mononuclear Cell (PBMC) samples 

abundance, here our new method regress the bulk RNA-seq readout from a 
reference signature from purified immune cell types. We also generate orthogonal 

flight (CyTOF), single-cell RNA-seq, flow cytometry, and immunohistochemistry 
(IHC). The BCR ImmunoID NeXT results are compared to a standalone sequencing 

600 tumor samples.
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III. InfiltrateID V2

orthogonal datasets (Figure 1A - R2=0.902). The performance was comparable in 
2=0.89, R2=0.85, R2=0.86, R2=0.62 for IHC, 

I. Background
Tumors harbor a complex ecosystem of malignant, immune, and stromal cells. 
While malignant cells dictate much of the tumor biology, there is evidence that the 

role of immune cell types will yield novel biomarkers for tumor progression and 
response to therapies.

pan-cancer cohort

with IgH clonality. 

Conclusion

Fabio.Navarro@personalis.com
Sean.Boyle@personalis.com

Contact:

Figure 1: Overview of results provided in ImmunoID NeXT.

IV. RepertoireID
When comparing BCR results from RepertoireID to a standalone BCR sequencing 

(R2>0.72 and R2
are able to accurately profile high-abundance clones.

Figure 3: 
clones for (A) IgG and (B) IgM.

Figure 2: 
and FFPE samples. (B) Two orthogonal samples with high (12.5%) and low (0.9%) B-cell 
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Figure 4: 

B

A B

Figure 5: 
samples.
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