Improve Patient
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Liquid Blopsy

Featuring new data from ESMO 2023




PERSONALIS®

See why ctDNA ultra-sensitivity
matters for your clinical trial

New Data presented at ESMO 2023: Lung TRACERx

What is lung TRACERX? One of the most robust ctDNA studies for Cancer types:

early-stage non-small cell lung cancer (NSCLC) with 170+ patients in  adenocarcinoma (LUAD),
non-adenocarcinoma (non-LUAD)

the Personalis cohort collected with median 5 years of follow-up,
analyzed retrospectively.

Stages: IA-IIIA

NeXT Personal showed up to 4X higher sensitivity in baseline
pre-surgery LUAD compared to non-Personalis, previous generation
assays and 100% detection in non-LUAD patients.*

Detection of ctDNA in LUAD patients with
disease (% of all patients)

Detection of ctDNA in non-LUAD patients
with disease (% of all patients)
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— Adenocarcinoma has been historically considered a low-shedding tumor and hard to track
with previous generation MRD assays.?

.

—. NeXT Personal’s ultra-sensitivity has been proven to track low-shedding tumors, like LUAD



Overall survival rate

PERSONALIS

Tracking more variants enabled higher
sensitivity without compromising specificity

Limit of detection Median lead time from ctDNA

Study name Variants tracked

(LOD95)* detection to radiographic recurrence**
Personalis ~ 6 months
Black et al., 2023 ESMO 4 PPM** upto1soo [ (173 days) I
presentation®
Non-Personalis assay ~ . ~ 4 months
Abbosh et al., 2023, Nature? [ Up to 200 [ (119 days)
Non-Personalis assay . . ~ 2 months
S T LA 100 PPM Up to 22° | (70 days) I

*estimated ctDNA fraction which would be detected in 95% of replicates

**For median lead time evaluation across Abbosh ‘17, Abbosh ‘23, and this study, while the patients were drawn from the TRACERX cohort, the
specific patients analyzed may be different, which may lead to potential differences in: duration of follow-up, frequency and timing of blood draws,
frequency and timing of imaging, etc.

*** Parts Per Million

NeXT Personal could help stratify for low,
medium, and high risk of recurrence

The study demonstrated that pre-surgical, single time point ctDNA levels with NeXT
Personal could be used to classify early-stage lung cancer patients into lower- and higher-
recurrence risk groups.?

Overall survival (OS) in LUAD Patients from
pre-surgical ctDNA levels
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Relapse-free survival (RFS) in LUAD Patients from
pre-surgical ctDNA levels
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—> Non-detected pre-surgical ctDNA demonstrated 100% 5-year OS and 94% 5-year RFS
—> Low ctDNA defined as below cohort median value of 260 PPM; and high ctDNA as above that median



Detect high-risk patients with ultra-low levels
of ctDNA, even in low shedding tumors

K NeXT Personal may provide highly NeXT Personal could reduce trial time
accurate stratification of patients and cost by finding MRD-positive
for efficient enroliment patients faster

Q \=/,# TRACERx data analysis showed that the ultra-low levels of ctDNA
o -(E -0 detection enabled by NeXT Personal were critical to determining patient
o’ ™o recurrence risk and a crucial component of stratifying patient outcomes.®
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—> NeXT Personal’s ultra-sensitivity detected tumor fractions sub-80 PPM, missed by
previous generation assays

— Even sub-80 PPM tumor fraction was predictive of poor outcomes




NeXT Personal technology

NeXT Personal” is one of the most advanced, tumor-informed liquid biopsy assays that is
designed to achieve 10x-100x the analytical sensitivity of previous generation assays through our
patented Whole-Genome powered algorithm.

-\ TOP 10 INNOVATIONS /'
OF 2022 -

The NeXT Personal technology leverages whole genome
sequencing and advanced noise suppression with NeXT SENSE™
technology to identify a unique genetic signature derived from

a patient’s tumor based on up to 1,800 variants.

Initial test

Subsequent tests
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personalized panel for each

patient

Optimize signal-to-noise
ratio for each plasma

timepoint
|

Signal Enhancement and Noise Suppression Engine

Empower your clinical trials
NeXT Personal® offers:

Ultra-sensitivity you
can trust

Reduces false negative
rates with its analytical
sensitivity down to

~1 PPM (LOD50)®

Uncompromised
ultra-high specificity*
Reduces false positive
detection, powered by
our proprietary NeXT
SENSE* technology

Comprehensive insights

Uncovers and tracks
driver and resistance

mutations simultaneously

with MRD detectionin a
single assay

Broad inputs and
applications

Allows you to work with a
multitude of challenging
samples types, including
low-input samples




Take the first step
oward partnership
with Personalis.

Email info@personalis.com

Call 1-855-436-6634 (M-F 9am—-5pm PST)

Learn more at personalis.com/products/next-personal
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